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SHORT BIOGRAPHY

Dr. Maughan is a Professor of Molecular Genetics at Brigham Young University (BYU). He received his
Ph.D. from Virginia Polytechnic Institute and State University. Prior to coming to BYU, Dr. Maughan was
the Director of the North American Genotyping for the Monsanto Company, a worldwide leader in
agricultural biotechnology. He has an established research program with funding from numerous
sources, including NSF, USDA, World Bank, and the McKnight Foundation. He has published >90 refereed
research articles and book chapters and serves as an International Atomic Energy Agency (IAEA) mission
expert for food, agriculture, and biotechnology and as an associate editor for the Botanical Society of
America’s Applications in Plant Sciences. He was awarded the Leo and Barbara Robertson Endowed
Professorship in Genetics, the Thomas L. Martin university Professorship, the Karl G. Maeser Research &
Creative Arts award, the John A. Widtsoe University Fellowship, as well as the College of Life Science’s
Excellence in Research Award in recognition of his research that enhances the quality of life and
contributes to the solution of pressing world problem. His research is primarily focused on the
development of genomic tools for accelerated improvement of under-utilized crops (quinoa, amaranth,
etc.). These plant species are important for regional food security in several areas of modern Latin
America and have recently received substantial attention as alternative food crops, especially
considering their nutritional value and tolerance to drought and salinity stress. Dr. Maughan is also
recognized as an accomplished teacher, having taught genetics and genomics courses for 20 years
(~9500 students) and has been awarded College of Life Science’s Outstanding Teaching Award as well as
the Plant and Wildlife Science’s Excellence in Teaching Award.

EDUCATION

Doctor of Philosophy, Molecular Genetics, Virginia Polytechnic Institute and State University, December
1994. Dissertation: Microsatellite Polymorphism, Orthologous Evolution and Molecular Marker
Analysis of Seed Quality Traits in Soybean (Glycine max L. Merr.)

Master of Science, Agronomy, Brigham Young University, August 1991.
Thesis: Electrophoretic Analysis of Seed Proteins in Grain Amaranth

Bachelor of Science, Agronomy (Crop Science), Brigham Young University, April 1990. Minor: Chemistry

EXPERIENCE
August 2011 - present Professor, Dept. of Plant and Wildlife Science, BYU

06/22 — 01/23: Sabbatical leave — Bayer Crop Sciences, St. Louis, MO
2002-2011 Associate Professor, Dept. of Plant and Wildlife Sciences, BYU

Awarded Continuing Faculty Status, April 2008
Sabbatical leave Summer 2006 — University of Arizona
2001-2002 Director, High Throughput Genotyping Laboratory, Monsanto Company
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1998-2001 Project Leader, Technology Development, Monsanto Company
1996-1998 Post Doctoral Research Associate, Dept of Crop Science, University of lllinois
1995-1996 Post Doctoral Research Associate, Dept of Crop and Soil Env. Sci., VPI & SU

PROFESSIONAL SOCIETIES

Crop Science Society of America/American Society of Agronomy
Botanical Society of America

Genetics Society of America

HONORS AND AWARDS

Plant and Wildlife, Excellence in Research and Mentoring Award, Brigham Young University, 2025

Leo and Barbara Robertson Endowed Professorship in Genetics Award, Brigham Young University, 2022
—-2025

Karl G. Maeser Research & Creative Arts Award, Brigham Young University, 2018

College of Life Sciences, Excellence in Research Award, Brigham Young University, 2018

Plant and Wildlife, Excellence in Teaching Award, Brigham Young University, 2018

Thomas L. Martin Professorship, Brigham Young University, 2014

Official delegate of the Utah trade commission to Peru (August 15-19, 2013)

International Atomic energy Agency (IAEA) — Missions expert for food, agriculture, and biotechnology
(2012-present)

College of Life Sciences, Outstanding Teaching Award, Brigham Young University, 2011

John A. Widtsoe Fellowship, Brigham Young University, 2008

Over and Beyond Award - Outstanding Project Implementation, Monsanto 2001

COMMITTEE AND PROFESSIONAL ACTIVITIES
Professional Service
Senior Associate Editor, American Journal of Botany — Applications in Plant Sciences (2018 — 2024)
Associate Editor, American Journal of Botany — Applications in Plant Sciences (2011 — 2018)
Interview Panel participant for the FRR Bioinformatics SY Position — United States Department of
Agriculture (Dec, 2020/Jan, 2021)
Organizer and Instructor, International Genomics & Bioinformatic Analysis Workshop, 2018).
International Atomic Energy Agency & Argonne National Laboratory.
Official delegate of the Utah trade commission to Peru (August 15-19, 2013)
International Atomic energy Agency (IAEA) — Missions expert for food, agriculture and biotechnology
(2012-present)
NSF-PGRP (Basic Research for Enabling Agricultural Development - BREAD) — grant panel reviewer
(2015)
Department
Department Executive Committee, Member (2024-present)
Department Genetics FTE Search Committee, Chair (2017; Frandsen)
Department Genetics FTE Search Committee, Chair (2017; Jarvis)
Professional Development/Rank Advance Committee, Chair (2017-2021)
Department Professional Development Committee (2011 —2017)
Scholarship Committee, Member (2006-present)
Department Genetics FTE Search Committee, Member (2012)
Department Executive Committee, Member (2006-2012)
Department Genetics FTE Search Committee, Member (2006)
Department Genetics and Biotech Club advisor (2005-2009)



https://bsapubs.onlinelibrary.wiley.com/hub/journal/21680450/homepage/editorialboard
https://bsapubs.onlinelibrary.wiley.com/hub/journal/21680450/homepage/editorialboard

Department Executive Committee Representative — Farm, Garden and Greenhouse Committee
(2006-present)
Faculty Rev/Prof Dev/Rank Advance Committee, Member (2003-2006)
Assessment and Curriculum Committee, Member (2003-2006)
Farm Research Committee, Member (2003-2006)
Genetics PWS 340 Coordinator (2003-present)
Student Advisement — Plant Biotechnology and Biotech Business (2003-present)
Honors Coordinator for Department of Plant and Animal Sciences (2005-2009)
Group Coordinator/Genetics Lab Remodel — 2" Floor WIDB (2004)
College/University
College Genomics Curriculum Committee (2021-present)
University Faculty Advisory Council, FAC (Compensation and Benefits Committee; Co-Chair 2009-10;
member 2010-2011)
College Research Committee, Member (2005-2013)
College Review Committee for ORCA Proposals, Judge (2003-2013)
College Review Committee for MEG Proposals, Judge (2003-2013)
College DNASC Search Committee, Member (2004)
College Building Review Committee, Member (2010-2014)
College Core Curriculum Committee, Member (2003)

TEACHING EXPERIENCE (RateMyProfessor & BYU rating)

| am formally responsible for management and instruction of multiple sections of Genetics each
semester (PWS 340). Transmission genetics is a required course for students majoring in all areas of Life
Sciences, as well as those majoring in non-life science majors but who wish to attend professional
schools in the medicine or dentistry. The objectives of the course are three-fold, specifically: i) illustrate
the connection between modern molecular biology concepts and their basis in transmission genetics, ii)
teach students to conduct genetic analysis, and iii) provide students with an intellectual resource that
will assist them in their careers long after they have completed this course. | also taught sections of
Genomics (PAS 265), Plant Breeding and Plant Biotechnology (PAS 485), Plant Transformation (PAS 580),
Molecular Plant Breeding (PWS 559), Analysis of Complex Genomes (PWS 670), as well as
Undergraduate (PWS 491R) and Graduate Seminar (PWS 694R).

Teaching Assignments (since 2017):

Course ID CrH! | Semester/Year No. of colgfit:\sgl:e(r:\t:gdeint StCrHours®
Students . (GPA)
Out of 5 points

PWS340-002 3 Fall 2025 149 4.4-4.6 447 (3.11)
PWS340-003 3 Fall 2025 120 45-4.7 360 (3.25)
PWS340-001 3 Winter 2025 144 4.6-4.8 432 (3.29)
PWS340-002 3 Winter 2025 139 4.6-4.8 417 (3.00)
PWS340-002 3 Fall 2024 148 45-4.7 444 (3.18)
PWS340-003 3 Fall 2024 124 4.6-4.8 372 (3.17)
PWS340-002 3 Winter 2024 118 4.7-4.9 354 (3.10)
PWS340-003 3 Winter 2024 109 4.6-4.8 327 (2.87)
PWS340-002 3 Fall 2023 119 4.6-4.8 357 (2.97)
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PWS340-003 3 Fall 2023 80 46-4.8 240 (2.68)
PWS340-002 3 Winter 2023 162 46-4.8 486 (3.18)
PWS340-003 3 Winter 2023 128 46-4.8 384 (2.94)
PWS340-002 3 Winter 2022 175 4.7-4.9 525 (3.06)
PWS340-003 3 Winter 2022 87 45-4.8 261 (2.97)
PWS340-002 3 Fall 2021 177 46-4.8 531 (3.09)
PWS340-003 3 Fall 2021 77 46-4.9 231 (3.05)
PWS340-002 3 Winter 2021 143 46-4.8 429 (3.29)
PWS340-003 3 Winter 2021 139 45-4.7 417 (3.13)
PWS340-002 3 Fall 2020 133 45-4.7 399 (3.24)
PWS340-003 3 Fall 2020 116 45-4.7 348 (3.07)
PWS340-002 3 Winter 2020 187 4.7-4.9 561 (3.28)
PWS340-003 3 Winter 2020 59 4.8-5.0 177 (3.27)
PWS340-002 3 Fall 2019 181 4.7-4.9 543 (3.14)
PWS340-003 3 Fall 2019 79 46-4.8 237 (3.23)
PWS340-002 3 Winter 2019 173 46-4.8 519 (3.09)
PWS340-003 3 Winter 2019 108 47-4.9 324 (3.05)
PWS340-003 3 Fall 2018 163 46-4.8 489 (3.06)
PWS340-004 3 Fall 2018 62 46-4.8 186 (3.03)
PWS340-002 3 Winter 2018 180 46-4.8 540 (3.29)
PWS340-003 3 Winter 2018 111 47-4.9 333 (3.03)
PWS340-003 3 Fall 2017 71 46-4.8 213 (3.18)
PWS340-004 3 Fall 2017 180 46-4.8 540 (3.11)
PWS340-003 3 Winter 2017 181 46-4.8 543 (3.13)
PWS340-004 3 Winter 2017 97 46-4.8 291 (2.98)
Average/Total: 4419 4.61-4.82 13,257 (3.10)

Credits hours
2Student Credit hours (Credit hours*No. of students)

SCHOLARSHIP

Refereed Journal Publications Submitted:

Elmer Gonzalo Ramos-Tarifa, Alberto Anculle-Arenas, José Luis Bustamente-Mufoz, Eric N. Jellen, Kayla
B. Stephensen, David E. Jarvis, Peter J. Maughan, Raymundo O. Gutiérrez-Rosales and Mayela
Elizabeth Mayta-Anco (2025) Agromorphological characterization of 16 lines derived from
interspecific hybrids between Chenopodium quinoa Willd x C. berlandieri under arid conditions.

Agronomy. (submitted)

Citation Statistics (Google Scholar)
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Refereed Journal Publications: 105

1.

Stephensen KB, Costa-Tartara S, Roser RL, Jarvis DE, Maughan PJ, Jellen EN (2026) Germplasm Pools
for Quinoa Improvement. Crops, 6(1), 4; https://doi.org/10.3390/crops6010004

Mandak B., Habibi F., Cortan D., Belyayev A., Jarvis D.E., Jellen E.N., Maughan P.J., Mosyakin, S.L.,
Uotila P., Krak K. (2026) Multiple origins, singular success: genomic evidence for past recurrent
hybridization in Chenopodium album s. str. (Amaranthaceae). Molecular Phylogenetics and
Evolution 215, 108500

Jatinder Singh, Santosh Gudi, Peter J. Maughan, Rajeev Gupta, and Upinder Gill (2025) Improved
reannotations of Aegilops umbellulata (Pl 554389) genome and transcriptomics data provides
candidates for leaf rust resistance for wheat improvement. Scientific Reports 15, 44930

Graf C, Winkler T, Maughan PJ, Stetter MG (2025) Domestication shaped the chromatin landscape of
grain amaranth. Nature Communications 16, 10407 https://doi.org/10.1038/s41467-025-66445-w
Avni R., Kamal N., Bitz L., Jellen E.N., Bekele W.A., Angessa T.T., Auvinen P., Bitz O., Boyle B., Canales
F.J., Chapman B., Chawla H.S., Chen Y., Copetti D., Dang V., Eichten S.R., Klos K.E., Fenn A,, Fiebig A.,
Fu Y.B., Gundlach H., Gupta R., Haberer G., He T., Herrmann M.H., Himmelbach A., Howarth C.J., Hu
H., Sdnchez J.1,, Itaya A., Jannink J.L., Jia Y., Kaur R., Knauft M., Langdon T., Lux T., Marmon S., Marosi
V., Mayer K.F.X., Michel S., Nandety R.S., Nilsen K.T., Paczos-Grzeda E., Pasha A., Prats E., Provart
N.J., Ravagnani A., Reid R.R., Schlueter J.A., Schulman A.H., Sen T.Z., Singh J., Singh M., Sirijovski N.,
Stein N., Studer B., Viitala S., Vronces S., Walkowiak S., Wang P., Waters A.J., Wight C.P., Yan W., Yao
E., Zhang X.Q., Zhou G., Zhou Z., Tinker N.A., Fiedler J.D., Li C., Maughan P.J., Spannagl M., and
Mascher M. (2025) A pangenome and pantranscriptome of hexaploid oat. Nature 1476-4687.
https://doi.org/10.1038/s41586-025-09676-7.

Bekele WA, Avni R, Birkett CL, Itaya A, Wight CP, Brodfiihrer S, Canales FJ, Carlson CH, Fiebig A, Li Y,
Nandety RS, Waring DJ, Arbelaez JD, Beattie AD, Caffe M, del Blanco IA, Fiedler JD, Gutierrez L,
Harris JC, Harrison SA, Herrmann MH, Huang YF, Isidro y Sanchez J, McMullen MS, Mitchell Fetch
JW, Nilsen KT, Parkin IAP, Peng YY, Smith KP, Sutton T, Yan W, Zwer P, Diederichsen A, Klos KE, Fu
YB, Howarth CJ, Jannink JL, Jellen EN, Langdon T, Maughan PJ, Paczos-Grzeda E, Prats E, Sen TZ,
Mascher M, and Tinker NA. Global genomic population structure of wild and cultivated oat reveals
signatures of chromosome rearrangements. (2025) Nature Commications 2041-1723.
https://doi.org/10.1038/s41467-025-57895-3

Matthew D Robbins, B Shaun Bushman, Joseph Gallagher, Peter J. Maughan, Ryan Hayes (2025)
Haplotype-resolved genome assembly of ‘Manhattan’ perennial ryegrass (Lolium perenne L.) and
characterization of drought responsive late embryogenesis abundant genes. BMC Genomics 26(1)
https://doi.org/10.1186/s12864-025-12144-1
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15.

16.

17.

18.

19.

Frandsen P, Borgmeier A, Bratsman S, Cox B, Gottfredson S, Hadfield R, Harding G, Kokkonen A, Lin
YF, Linde J, Mulford T, Parker A, Smith S, Torres K, Young L, Mangelson H, Jellen EN, Maughan PJ,
Jarvis De (2025) A chromosome-scale genome assembly and annotation of the tetraploid herb
“epazote” (Dysphania ambrosioides), G3 Genes|Genomes [Genetics, 2025; https://doi.org/10.1093/
Xu J, Farooq HU, Hashim M, Rey E, Curti R, Morris A, Maughan PJ, Jellen EN, Jarvis DE, Bertero D,
Melino V, Tester M. (2025) Wild relatives to improve heat tolerance of cultivated quinoa
(Chenopodium quinoa Willd.): pollen viability and seed number. Journal of Experimental Botany, 76
(17): 5117-5128. https://doi.org/10.1093/jxb/eraf235
Ludwig CD, Maughan PJ, Jellen EN, Davis TM. The Genome of Chenopodium ficifolium: Developing
Genetic Resources and a Diploid Model System for Allotetraploid Quinoa. (2025)
Genes|Genomes|Genetics 8:15 https://pubmed.ncbi.nlm.nih.gov/40680087/
Curti RN, Rodriguez J, Ortega-Baes P, Bramardi SJ, Jellen EN, Jarvis DE, Maughan PJ, Tester M and
Bertero HD (2025) Leaf shape of quinoa’s wild ancestor Chenopodium hircinum (Amaranthaceae) in
a geographic context Journal of Plant Research. Botanical Journal of the Linnean Society, 2025, XX,
1-8
Rodriguez J, Quipildor VB, Giamminola EM, Bramardi SJ, Jarvis DE, Maughan PJ, Xu J, Farooq HU,
Ortega-Baes P, Jellen EN, Tester M, Bertero D, Curti RN (2025) Climate links leaf shape variation and
functional strategies in quinoa’s wild ancestor, AoB PLANTS, 2025;, plaf049,
https://doi.org/10.1093/aobpla/plaf049
Jaggi KE, Krak K, Storchova H, MandakB, Marcheschi A, Belyayev A, Jellen EN, Sproul J, Jarvis DE,
Maughan PJ (2025) A Pangenome Reveals LTR Repeat Dynamics as a Major Driver of Genome
Evolution in Chenopodium. The Plant Genome 2025;18:e70010.
Jarvis D.E., Stevens M.R., Carter P., Lin Y.F., Jaggi K.E., Jijon G., Kalt T., dos Santos J., Standring S.,
Torres K., Mangelson H., Williams N.H., Wessinger C.A., Maughan P.J., Frandsen P.B. (2024) Whole-
genome assembly and annotation of the firecracker penstemon (Penstemon eatonii). Journal of
Heredity, esae058 doi.org/10.1093/jhered/esae058
Rey E, Abrouk M, Dufau |, Rodde N, Noha Saber N, Cizkova J, Fiene G, Stanschewski C, Jarvis DE, Jellen
EN, Maughan PJ, von Baer |, Troukhan M, Kravchuk M, Hribova E, Cauet S, Krattinger SG, Tester M
(2024) Genome assembly of a diversity panel of Chenopodium quinoa. Scientific Data SDATA-24-
01952, doi.org/10.1038/s41597-024-04200-4
Singh, J., Gudi, S., Maughan, P.J., Liu, Z., Kolmer, J., Wang, M., Chen, X., Rouse, M.N., Lasserre-
Zuber, P., Rimbert, H., Sehgal, S., Fiedler, J.D., Choulet, F., Acevedo, M., Gupta, R. and Gill, U. (2024)
Genomes of Aegilops umbellulata provide new insights into unique structural variations and
genetic diversity in the U-genome for wheat improvement. Plant Biotechnol. J., pp. 1-15
doi.org/10.1111/pbi.14470
Sidorov V; Maughan PJ; Yang P (2024) The development of in vitro floral culture transformation
system for quinoa. In Vitro Cellular & Developmental Biology 60, 742-750 doi.org/10.1007/s11627-
024-10450-z
Maughan PJ, Jarvis DE, de la Cruz-Torres E, Jaggi KE, Warner HC, Marcheschi AK, Bertero HD,
Gomez-Pando L, Fuentes F, Mayta-Anco ME, CurtiR, Rey E, Tester M, Jellen EN. (2024) North
American pitseed goosefoot (Chenopodium berlandieri) is a genetic resource to improve Andean
quinoa (C. quinoa). Scientific Reports 14, 12345. doi.org/10.1038/s41598-024-63106-8
Montgomery JS, Morran S, MacGregor DR, McElroy JS, Neve P, Neto C, Vila-Aiub MM, Sandoval
MV, Menendez Al, Kreiner JM, Fan L, Caicedo AL, Maughan PJ, Barbosa Martins BA, Mika J, Collavo
A, Merotto Jr. A, Subramanian NK, Bagavathiannan MV, Cutti L, Islam MM, Gill BS, Wright T,
Cicchillo R, Gast R, Soni N, Zastrow-Hayes G, May G, Malone JM, Sehgal D, Kaundun SS, Dale RP,
Vorster BJ, Peters B, Jens Lerchl, Tranel PJ, Beffa R, Jugulam M, Fengler K, Llaca V, Patterson EL,
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25.

26.

27.

28.

29.

30.

31.

32.

33.

Gaines T (2024) The International Weed Genomics Consortium: Community Resources for Weed
Genomics Research. Genome Biology 25, 139 doi.org/10.1186/s13059-024-03274-y

Massman C, Maughan PJ, Nandety RS, Clare SJ, Fiedler JD, Hayes PM (2024) Exploratory Genomic
Sequence Analysis Reveals Structural Differences at Key Loci for Growth Habit, Seed Dormancy, and
Rust Resistance in Barley. Genet Resour Crop Evol doi.org/10.1007/s10722-024-01875-x

E Rey, PJ) Maughan, F Maumus, D Lewis, L Wilson, J Fuller, SM. Schmdckel, EN Jellen, M Tester, DE
Jarvis (2023) A chromosome-scale assembly of the quinoa genome provides insights into the
structure and dynamics of its subgenomes. Commun Biol 6, 1263

CW Benson, MR Sheltra, PJ Maughan, EN Jellen, MD Robbins, BS Bushman, EL Patterson, ND Hall,
DR Huff (2023) Homoeologous evolution of the allotetraploid genome of Poa annua L. BMC
Genomics 24: 350

Young L, Maughan PJ, Jarvis DE, Hunt S, Warner H, Durrant K, Kohlert T, Ramiro C, Bertero D, Filippi
G, Pospisilikova T, Krak K, Mandak B, Jellen EN (2023) A chromosome-scale reference of
Chenopodium watsonii helps elucidate relationships within the North American A-genome
Chenopodium species and with quinoa. The Plant Genome 2023;e20349

Revolinski SR, Maughan PJ, Coleman CE, Burke IC (2023) Preadapted to adapt: underpinnings of
adaptive plasticity revealed by the downy brome genome. Communications Biology 6:326

Robbins MD, Bushman SB, Huff DR, Benson CW, Warnke SE, Maughan CA, Jellen EN, Johnson PG,
Maughan PJ (2023) Chromosome-scale Genome Assembly and Annotation of Allotetraploid Annual
Bluegrass (Poa annua L.) Genome Biology and Evolution 15(1) evac180

Jarvis DE, Sproul JS, Navarro-Dominguez B, Krak K, Jaggi K, Huang Y-F, Huang T-Y, Lin TC, Jellen EN,
Maughan PJ (2022). Chromosome-scale genome assembly of the hexaploid Taiwanese goosefoot
‘djulis’ (Chenopodium formosanum). Genome Biology and Evolution 14 (8) evac 120

Kamal N, Renhuldt NT, Bentzer J, Gundlach H, Haberer G, Juhasz A, Lux T, Bose U, Tye-Din J, Lang D,
van Gessel N, Reski R, Spégel P, Ceplitis A, Himmelbach A, Bekele W, Colgrave M, Hansson M, Stein
N, Mayer K, Jellen EN, Maughan PJ, Tinker N, Mascher M, Olsson O, Spannagl M. (2022) A healthy
cereal crop like no other: the mosaic genome of hexaploid oat. Nature 606:113-119

Heckenhauer J, Frandsen PB, Sproul JS, Li Z, Paule J, Larracuente AM, Maughan PJ, Barker MS,
Schneider JV, Pauls Sl (2022) Genome size evolution in the diverse insect order Trichoptera.
GigaScience 11:1-19

Jarvis DE, Maughan PJ, Li Z, Barker MS, DeTemple J, Mosquera V, Johnson LA, Whipple CJ (2022).
Chromosome-scale genome assembly of Gilia yorkii (Polemoniaceae) facilitates genetic mapping of
morphological traits in an inter-species cross. Genome Biology and Evolution. Genome Biol Evol.
2022 Feb 2: evac017.

Stettler JM; Stevens MR, Meservey LM; Crump WW; Grow JD; Porter SJ; Love LS; Maughan PJ; Jellen
EN (2021) Improving phylogenetic resolution of the Lamiales using the complete plastome
sequences of six Penstemon species. PLoS ONE 16(12): e0261143

Stanschewski CS, Rey E, Fiene G, Craine E, Wellman G, Melino V, Quinoa Phenotyping Consortium
et al. (2021) Quinoa Phenotyping Methodologies: An International Consensus. Plants, 10(9):1759.
52pg https://doi.org/10.3390/plants10091759.

Jellen EN, Jackson EW, Elhadji T, Young LK, El Mouttaqi A, Al Halfa |, El Fartassi I, Katile LS,
Linchangco R, Klassen K, Agard T, Nelson M, Rogers W, Gustafson G, Taylor J, Maughan PJ, Jarvis
DE, Soukrat S, Benlhabib O (2021) Adaptation and agronomic performance of domesticated
Moroccan oat (Avena magna ssp. domestica) lines under subsistence farming conditions at multiple
locations in Morocco. Agronomy, 11(6):1037

Lewis DH, Jarvis DE, Maughan PJ (2020) SSRgenotyper: A simple sequence repeat genotyping
application for whole genome resequencing and reduced representational sequencing projects.
Appl Plant Sci. 8(12): e11402
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8. Jellen EN, Maughan PJ, Fuentes F, Kolano BA (2014) Botany, Phylogeny and Evolution (Botanica,

o

10.

11.

12.

13.

14.

Filogenia y Evolucion). In: D. Bazile and T. Santivafez (eds), The 2013 state of the world's quinoa
(Estado del arte de la quinua en el mundo en 2013). FAO (Santiago de Chile) y CIRAD, (Montpellier,
Francia), pp. 26-39

. Maughan PJ, Jellen EN, Raney JA (2014) Quinoa Molecular and Genomic Tools (Herramientas

Moleculares y Gendmicas para la Quinua). In: D. Bazile and T. Santivafiez (eds), The 2013 state of
the world's quinoa (Estado del arte de la quinua en el mundo en 2013). FAO (Santiago de Chile) y
CIRAD, (Montpellier, Francia), pp. 40-46

Jellen EN, Maughan PJ, Bertero D, Munir H (2013) Prospects for Quinoa (Chenopodium quinoa
Willd.) Improvement Through Biotechnology. In: SM Jain and SD Gupta (eds) Biotechnology of
neglected and underutilized crops VIII, Spinger. pp. 173-201 ISBN 978-94-007-5499-7

Jellen EN, Sederberg MC, Kolano BA, Bonifacio A, Maughan PJ (2011) Chenopodium. In: C Kole (ed)
Wild Crop Relatives: Genomic and Breeding Resources. Legume Crops and Forages. Springer-Verlag,
Berlin Heidelberg. pp. 35-61

Fuentes FF, Maughan PJ, Jellen EN (2009). Diversidad genetica y recursos geneticos para el
mejoramiento de la quinoa (Chenopodium quinoa Willd) In. Revista Geografica de Valparaiso. N2 42
/ 2009 pp. 20-33. ISSN 0716 — 1905

Hittalmani S, Girish TN, Biradar H, Maughan PJ, (2008) Development of mapping populations:
Descriptions and implications. In: C Kole (ed) Principles and Practices of Plant Molecular Mapping
and Breeding. Springer Verlag, Berlin Heidelberg. pp. 69-91

Maughan PJ, Bonifacio A, Jellen EN, Coleman CE, Stevens MR, Fairbanks DJ (2007) Quinoa
genomics. In: C Kole (ed) Genome Mapping and Molecular Breeding. Volume 3. Pulse, Sugar and
Starch Crops. Springer Verlag, Berlin Heidelberg. pp.147-157

Invited Scholarly Presentations and News Articles: 76

1.

Maughan PJ (2024) — Invited Departmental Speaker, University of Kentucky. Applying genomics to
non-model plants: From oats to quinoa. Lexington, KY

Maughan PJ (2024) — Keynote Speaker. Genomic resources to facilitate the agronomic
improvement of quinoa. 2024 International Quinoa Symposium, Stuttgart, Germany

Maughan PJ (2023) — Invited Speaker. Improving quinoa through the development of genetic and
genomic resources. 20th Annual Small Farm Conference. November 3™, 2023. Princess Anne, MD
Maughan PJ (2023) — Invited Speaker. Applying Genomics to Non-Model Plants. International
Weed Genomics Consortium. Janurary 30, 2023. Arlington, VA

Maughan PJ (2022) — Invited Speaker. Using Genomics to better understandand develop genetic
diversity for quinoa. Bayer Crop Sciences. Enabling Technologies Platform seminar. August 22,
2022


http://onlinelibrary.wiley.com/doi/10.1002/9781118628041.ch7/pdf
http://onlinelibrary.wiley.com/doi/10.1002/9781118628041.ch7/pdf
http://link.springer.com/protocol/10.1007%2F978-1-4939-1966-6_13
http://link.springer.com/protocol/10.1007%2F978-1-4939-1966-6_13
http://link.springer.com/protocol/10.1007/978-1-4939-1966-6_18
http://www.fao.org/3/a-i4042s/i4042s.pdf
http://www.fao.org/3/a-i4042s/i4042s.pdf
http://www.fao.org/3/a-i4042s/i4042s.pdf
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20.

21.

22.

Maughan PJ and PanOat Consortium (2022) — Invited Speaker. Progress towards a pan-genome for
hexaploid oat. Oats, Wild and Cultivated workshop. Plant and Animal Genome XXIX Conference,
January 8-12, San Diego, CA

Maughan PJ (2020) — Invited Speaker. Amaranthaceae Genomic Resources. International Quinoa
International Quinoa Research Symposium / Simposio Internacional de Investigacién de Quinua.
August 17-19, 2020

Maughan PJ (2020) — Keynote speaker. A Highly Contiguous Reference Genome for Cheatgrass
(Bromus tectorum). DoveTail Genomics - Advances in De Novo Genome Assembly with Dovetail
Genomics — Methods, Applications, and Some Pretty Cool Science! Plant and Animal Genome XXVIII
Conference, January 14, San Diego, CA

Maughan PJ (2019) — Invited Speaker. Genome Assembly and Phylogenomics in Diploid Avena
Species. Oats, Wild and Cultivated Workshop. Plant and Animal Genome XXVII Conference,
January 12, San Diego, CA

Maughan PJ (2019) — Keynote speaker. Indentificacion de lineas con Resistencia geneitica al mildiu
en poblacidnes obtenidas por induccion de mutaciones y en el germplasma colectado en peru para
un a produccion con enfooque organico y sostenible del cultivo de quinua. Contrato N 014-2015-
INIA-PNIA/UPMSI/IE. Universidad Agraria La Molina. August 22", Lima, Peru

Maughan PJ (2018) — Keynote speaker. Secuenciacién del genoma del amaranto (Amaranthus
hypochondriacus) y su informacion sobre le evolucién del genoma (2018). La Biotechnologia y el
mejoramiento genetico de granos andinos. Facultad de Agronomia — Universidad Agraria La Molina.
January 26th, Lima, Peru

Maughan PJ (2018) — A Reference-Quality Assembly and Annotation of the Avena atlantica
Genome. Plant and Animal Genome XXVI Conference, Oat Workshop, January 12-16, San Diego, CA
Maughan PJ (2017) — Plenary Speaker. The Quinoa Genome. VI Congreso Mundial de la Quinoa; llI
Simposio Internacional de Granos Andinos. March 21-24%", Puno, Peru

Maughan PJ (2017) — Invited Speaker. The Amaranth Genome and what it tells us. VI Congreso
Mundial de la Quinoa; Il Simposio Internacional de Granos Andinos. March 21-24™, Puno, Peru
Maughan PJ (2017) - Invited Speaker. The War on GMOs: Is Science in Service of Politics, Profits, or
Plenty? Life, the Universe and Everything Conference. Feb. 16, 2017, Provo, Utah.

Maughan PJ et al. (2017) - Deseret News (Salt Lake City, Utah). Major breakthrough by BYU
'orphaned crops lab' published in 'Nature'.
http://www.deseretnews.com/article/865673098/?user=app

Maughan PJ et al. (2017) - Fox News13 at Nine (Salt Lake City, Utah). Newstory regarding Quinoa
genome sequence published in Nature.
http://mms.tveyes.com/Transcript.asp?StationID=2100&DateTime=2%2F8%2F2017+9%3A47%3A5
7+PM&Term=BYU&PlayClip=TRUE

Maughan PJ (2017) BBC World service News hour. Could 'mapping' quinoa help feed the world's
growing population? http://www.bbc.co.uk/programmes/p04s9xyx

Maughan PJ, Jellen EN (2017) KSL.com - BYU professors, students work to fight world hunger with
unique grain.

http://www.ksl.com/?sid=431240828&nid=1012&utm _content=buffera38fb&utm medium=social&
utm_source=twitter.com&utm campaign=buffer

Maughan PJ et al. (2017) PacBio and Hi-C Based Proximity-Guided Assembly of Amaranth Pseudo
Chromosomes. Plant and Animal Genome XXV Conference, January 15, San Diego, CA (Oral/Poster
presentation).

Maughan PJ et al. (2016) Plenary Speaker. PacBio and Hi-C based proximity-guided assembly of
Amaranth pseudo chromosomes. Quinoa For Future Food and Nutrition Security in Marginal
Envirnoments. December 4-9t, Dubai, UAE.



https://www.youtube.com/watch?v=PEsxTGqsf2c
http://www.deseretnews.com/article/865673098/?user=app
http://mms.tveyes.com/Transcript.asp?StationID=2100&DateTime=2%2F8%2F2017+9%3A47%3A57+PM&Term=BYU&PlayClip=TRUE
http://mms.tveyes.com/Transcript.asp?StationID=2100&DateTime=2%2F8%2F2017+9%3A47%3A57+PM&Term=BYU&PlayClip=TRUE
http://www.bbc.co.uk/programmes/p04s9xyx
http://www.ksl.com/?sid=43124082&nid=1012&utm_content=buffera38fb&utm_medium=social&utm_source=twitter.com&utm_campaign=buffer
http://www.ksl.com/?sid=43124082&nid=1012&utm_content=buffera38fb&utm_medium=social&utm_source=twitter.com&utm_campaign=buffer

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

Maughan PJ et al. (2016) Plenary Speaker. Advances in amaranth genomics. The 2016 Amaranth
Institute Conference. August 3-5", Tennessee State University, Nashville, TN

Maughan PJ et al. (2016) Invited Speaker. Amaranto/Kiwicha, Cafiihua y Quinua. Genomas,
transcriptomas y mapas fisicos. IX Conferencia de la Red Latinoamericana y del Caribe de
Biotecnologia Agropecuaria y Forestal (REDBIO). June 27 — July 1, Lima, Miraflores, Peru

Maughan PJ (2016) Invited Speaker. Fact and Fiction: GMO Foods. June 7, 2016. Family &
Consumer Sciences Education, Summer Food Science and Nutrition Conference, Saratoga Springs,
Utah

Maughan PJ et al. (2016) Invited Speaker. Chenopodium quinoa: genome assembly, annotation and
gene discovery. American Society of Plant Biologist — Western Section Meeting. May 19-20,
Brigham Young University, Provo, Utah

Maughan PJ (2016) Invited Speaker. Film Festival: The Mother Grain. King Abdullah University of
Science & Technology (KAUST). January 15-20%. Thwall, Saudi Arabia.

Maughan PJ, et al. (2015) Towards a finished reference genome sequence of amaranth: an
emerging C4 pseudo - cereal grain crop. May 4-7, 2015. International Symposium on Protein Crops.
V Meeting AEL. Plant Proteins for the Future. Pontevedra, Spain.

Maughan PJ, et al. (2015) Genome Assembly of Amaranthus hypochondriacus: An Emerging C4
Pseudo - Cereal Grain Crop. February 24, 2015, Utah Plant Genetics Conference, Aspen Grove,
Utah.

Maughan PJ, et al. (2014) Interview “Our Sacred Stewardship”, Monte L. Bean Life Science
Museum, http://mlbean.byu.edu/Education/Videos/AllVideos/Stewardship.aspx.

Maughan PJ, Jellen EN (2014) BYU’s quinoa project. La culture du quinoa au Maroc, vers une
agriculture durable. La Sociétié Moarocaine d’Agronomie et d’horticulture (SMAHo), May 7, 2014,
IAV Hassan Il, Rabat, Morocco.

Maughan PJ, Jellen EN (2014) Letter from Bolivia, “The Quinoa Quarrel, Who owns the world’s
greatest superfood? Interviewed by Lisa M. Hamilton, Harper's Magazine, May 2014, pg. 35-42.
Maughan PJ (2014) Panelist. The future of food. Planet Earth Panel Series. February 13, 2014. The
Wall, Provo, Utah

Maughan PJ (2013) Invited speaker. Understanding the amaranth and quinoa genomes. | Congreso
Cientifico Internacional de la Quinua y Granos Andinos. November 14, 2013. Universidad Nacional
Agraria La Molina, Lima, Peru.

Maughan PJ (2013) Invited speaker. Genetic resources for the study of Orphaned Andean Crops —
Amaranth and Quinoa. Department of Plant, Soils & Climate, Utah State University. Seminar Series.
September 23, 2013. Logan, Utah.

Maughan PJ (2013) Invited speaker. Leveraging Genomics for Plant Improvement. IV Congreso
Internacional de manejo de pastizales y simposio en innovacion technoldgica en the la produccién
pecuaria. September 3-6, 2013. Colegio de Postgraduados, Montecillo, Mexico.

Maughan PJ (2013) All things considered — National Public Radio (NPR). Can Quinoa Farming Go
Global Without Leaving Andeans Behind? August 15, 2013. Interviewed for broadcast.

Maughan PJ (2013) Invited speaker. Genomic Resources for Chenopodium quinoa. International
Quinoa Research Symposium. August 11, 2013. Pullman, Washington.

Maughan PJ (2013) The Morning Show with Marcus Smith — BYU Radio (Sirius XM, Channel 143).
Genetically modified organisms (GMOs) - benefits and risks associated with genetically modified
seeds and foods. June 6, 2013. Brigham Young University, Provo, Utah.

Maughan PJ (2013) Invited speaker. Experts Mission — Review team, International Atomic Energy
Agency. Avances en el mejoramiento genético de plantas frente al cambio climatico. Genética de la
resistencia a estreses abidticos. April 27 — May 5, 2013. Lima, Peru.



http://mlbean.byu.edu/Education/Videos/AllVideos/Stewardship.aspx
http://click.et.npr.org/?qs=17b5741f2bcc6e21fd0fd2b947eaba10318304de5c1e36a2e7259ae758e0f3e1ccfa49c174f9b3c7cddfa602eabc2a67
http://click.et.npr.org/?qs=17b5741f2bcc6e21fd0fd2b947eaba10318304de5c1e36a2e7259ae758e0f3e1ccfa49c174f9b3c7cddfa602eabc2a67
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Maughan PJ (2013) Invited speaker. Genetically Modified Organisms (GMO) - “Fact vs. Fiction”.
American Association of Candy Technologists, Utah Food & Candy Expo. April 9, 2013. Sandy, Utah.
Maughan PJ (2013) Invited speaker. Experts Mission, International Atomic Energy Agency. Tecnicas
Modernas de Caracterizacion Molecular. Curso Internacional de Caracterizacion de Germoplasma
native Y Elaboracion de Descriptores. February 17 — February 22, 2013. Texcoco, Mexico.

Maughan PJ (2012) Invited speaker. Symposium - Harvesting Domesticated and Wild Genomes for
Genes for Crop Improvement. October 24, 2012. ASA, CSSA and SSSA International Annual
Meetings. Cincinnati, Ohio.

Maughan PJ (2012) Invited speaker. Wild and Forgotten: Conservation, Characterization, and
Utilization of Orphan Crops and Wild Relatives. April 13, 2012. Cornell University, Ithaca, New York.
Maughan PJ (2012) Invited speaker. High-Throughput SNP Identification and Genotyping in Species
with Limited Economic Resources. Utah Plant Genetics Conference. February 28, 2012. Aspen
Grove, Utah.

Maughan PJ (2012) Invited speaker. Experts Mission, International Atomic Energy Agency.
Aplicacion de Herramientas de Marcadores Moleculares en la Deteccién de Variabilidad. Curso
Internacional de actualizacion fitomejoramiento por mutagenesis asistida por marcadores
moelculares. January 30 — February 3, 2012. Texcoco, Mexico.

Maughan PJ (2012) Invited speaker. Utilization of the Fluidigm Integrated Fluidic Chip (IFC) for SNPs
Genotyping and BAC Clone Identification in Amaranthus. Weedy and Invasive Plant Genomics
Workshop. Plant and Animal Genome XX Conference, January 17, 2012, San Diego, California.
Maughan PJ (2011) Invited speaker. The Genetic Basis for Salt Tolerance in Plants. Curso Teorico —
Practico: Evaluaticion de la Toleranceia a Factores Aboticos. April 25-26, 2011, Universidad
Nacional Agraria de La Molina, Lima, Peru.

Maughan PJ (2011) Invited speaker. High Throughput SNP Identification and Genotyping in Species
with Limited Economic Resources. Fluidigm Technology Workshop, Plant and Animal Genome XIX
Conference, January 15-19, 2011, San Diego, California.

Maughan PJ (2010) Invited speaker. Genomic tools for Andean crop species. Instituto Nacional de
Tecnologia Agropecuaria, Instituto de Recursos Biologicos, Buenos Aires, Argentina.

Maughan PJ (2010) Invited speaker. Genomic reduction, barcoding and 454-pyrosequencing. Plant
Biotechnology Unit, INIA Carillanca, Agri aquaculture Nutritional Genomics Center, Temuco, Chile.
Maughan PJ (2010) Invited speaker. Development of molecular markers in Oca (Oxalis tuberosa)
using 454-pyrosegeuncing. PROINPA, Cochabamba, Bolivia.

Maughan PJ, Yourstone S, Jellen EN, Udall, JA (2010) Invited speaker. SNP discovery via genomic
reduction, barcoding and 454-pyrosequencing in amaranth. Plant and Animal Genome XVII
Conference, San Diego, California.

Maughan PJ (2009) Invited speaker. Development of single nucleotide polymorphism (SNPs)
markers in amaranth using 454-pyrosegeuncing and MID-barcoding. Universidad Autonoma Del
Estado de Mexico, Toluca, Mexico.

Maughan PJ (2009) Invited speaker. Development and utilization of genomic tools for the
improvement of the Andean crop species quinoa and amaranth, Universidad Nacional Agraria de La
Molina, Lima, Peru.

Maughan PJ and Jellen EN (2009) Invited panel member — Thinking aloud broadcast — KBYU
Classical 89. Plant Genetics and Quinoa. Brigham Young University, Provo, Utah.

Maughan PJ (2008) Invited speaker. Presented 5-day workshop entitled “Marker assisted selection
in C. quinoa”. Universidad Mayor de San Simdn, Cochabamba, Bolivia.

Maughan PJ (2008) Invited speaker. Pangesis, Eugenics and More. House of Learning Lectures.
Harold B. Lee Library. Brigham Young University, Provo, Utah.
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Maughan PJ (2007) Invited speaker. Development and application of molecular tools for the
improvement of Andean pseudo-cereal crops (Quinoa and Amaranth). Michigan State University
Seminar Series: Use of Wild Germplasm in Crop Improvement. December 13-15, Lansing, Michigan.
Maughan PJ (2007) Invited speaker. Development of molecular tools for understanding the
amaranth genome - Molecular markers and BAC library development. Plant and Animal Genome XV
Conference, January 13-17, 2007, San Diego, California.

Maughan PJ (2007) Invited speaker. Aplicacion de techicas moleculares en programas de
mejoramiento genetico de especies subutilizadas. Centro de Genomica Nutricional Agro-acuicola,
INIA Carillanca, Temuco, Chile.

Maughan PJ (2007). Invited speaker. Genetic tools for quinoa (Chenopodium quinoa). INIAP,
Estacion Santa Catalina, Quito, Ecuador.

Maughan PJ (2006). Invited speaker. Presented 5-day workshop entitled “Application of genetic
markers to plant breeding (30 students). Universidad Arturo Prat, Iquique, Chile.

Maughan PJ, Jellen EN (2005) Successful undergraduate mentoring at BYU. Faculty Development
Series. Brigham Young University, Provo, Utah.

Maughan PJ (2005). Invited speaker. Molecular and cytological characterization of rDNA in
Chenopodium quinoa and C. berlandieri. Plant and Animal Science Graduate Seminar Series,
Brigham Young University, Provo Utah.

Maughan PJ (2005) Invited speaker. Aplicacion de técnicas moleculares en Programas de
Mejoramiento Genético de Especies Subutilizadas. Universidad Autonoma Del Estado de Mexico,
Toluca, Mexico.

Maughan PJ (2005) Invited speaker. Progress towards understanding the quinoa genome
(Chenopodium quinoa). Universidad Arturo Pratt, Iquique, Chile.

Maughan PJ (2005) Invited speaker. Biologia molecular y mejoramiento de la quinoa (Chenopodium
quinoa). Universidad Central, Quito, Ecuador.

Maughan PJ, Jellen EN (2004) Successful undergraduate mentoring at BYU. Faculty Development
Series. Brigham Young University, Provo, Utah.

Maughan PJ (2004) Invited speaker. Biotechnology application to under-researched crop systems.
Indiana University, New Albany, Indiana.

Maughan PJ (2004) Invited speaker. Progress towards understanding the Chenopodium quinoa
genome: An update. Plant and Animal Genome XlI, San Diego, California.

Maughan PJ (2003) Invited speaker. High-throughput genetic analysis: Practical considerations.
Tomato Breeders Roundtable. Park City, Utah.

Maughan PJ (2003) Invited speaker. Genetic research at BYU and the Bolivian quinoa project.
Instituto de agricultura, Universidad de San Andreas, La Paz, Bolivia.

Maughan PJ (2002) Invited speaker. Molecular Breeding - Convergence of molecular biology and
plant breeding in a corporate setting. Brigham Young University, Provo, Utah.

Maughan PJ (2001) Invited speaker. Understanding biotechnology. 23" Annual Symposium of Seed
Technology. lowa Sate University, Ames, lowa.

Maughan PJ (1996) Invited speaker. Amplified fragment length polymorphism (AFLP) analysis of
disease resistance genes in soybean. Symposium of Molecular Cell Biology and Biotechnology.
Virginia Polytechnic Institute and State University, Blacksburg, Virginia.

Published Abstracts (since appointment in 2002): 161

1.

Marcheschi M, Maughan PJ, Jarvis DE, Hill J, Hopkins B, Richael A. (2026) Transcriptomic Analysis of
Quinoa Roots and Leaves Under Nutrient Deficiency Stress. Plant and Animal Genome 33, San
Diego, CA (oral)



10.

11.

12.

13.

14.

15.

16.

17.

18.

Avni R, Kamal N, Bitz L, Jellen EN, Bekele WA, Tinker N, Li C, Maughan PJ, Spannal M, Mascher M
(2026) A Pan-Genome and Transcriptome for Oats. Plant and Animal Genome 33, San Diego, CA
(oral)

Roser RL, Costa-Tartara S, Jarvis DE, Maughan PJ, Jellen EN (2026) Chromosome Structural
Variation in New World Chenopodium AA Diploid Genomes. Plant and Animal Genome 33, San
Diego, CA (poster)

Singh J, Gudi S, Maughan PJ, Seneviratne S, Singh G, Running KLD, Acharya K, Green AJ, Glover K,
Faris JD, Gupta G, Gill U (2026) High-Quality T2T Genomes of Spring Wheat Cultivars Boost and
Timstein Provide Cultivar-Resolved Frameworks for Wheat Disease Resistance Genetics Plant and
Animal Genome 33, San Diego, CA (poster)

Brooke M, Maughan PJ, Nandety RS, Frisk S, Haberer G, Spannagl M, Hayes P, Krause M (2026)
Comprehensive Genome Assemblies and Phenotypic Characterization of Five Malting Barley
Varieties: Insights into Disease Resistance and Adaptation. Barley Improvement Conference, Jan 7-
8, 2026. San Diego, CA.

Bell GV, Sannar R, Nelson SV, Seeley CJ, Marcheschi AK, Richael A, Svedin F, Maughan PJ, Hopkins
BG (2025). Nutrient Deficiencies in Hydroponically Grown Quinoa (Chenpodium quinoa Willd.)
Canvas 2025, Salt Lake City, Utah, Nov 9-12.

Jellen EN, Jarvis DE, Maughan PJ (2025) Exotic halophyte resources for improving quinoa, 3™
International Laayoune Forum on Biosaline and Arid Land Agriculture, Ladyoune, Morocco, May 20-
22 (oral)

Mosquera V, Jarvis DE, Maughan PJ, Whipple C (2025) Gilia as a novel model for evo-devo: QTL
fine-mapping. Botany 2025 Conference, July 26-30, Palm Springs, CA (poster)

Moreau E, Maughan PJ, Jellen EN, Moscou M, Kianian SF (2025) Exploring Avena strigosa:
Genomics, Diversity, and Pathogen Resistance for Oat Improvement. Plant and Animal Genome 32,
San Diego, CA (oral)

Jarvis DE, Maughan PJ, Jellen EN (2025) Developing Tools for Functional Genomics and Agronomic
Improvement in Quinoa. Plant and Animal Genome 32, San Diego, CA (oral)

Stephensen K, Maughan PJ, Jellen EN, Jarvis DE (2025) Identifying Potentially Advantageous Genes
in Introgressed Regions of Wild Pitseed Goosefoot Chromosomes into Quinoa. Plant and Animal
Genome 32, San Diego, CA (poster)

Hayes P, Brooke M, Massman C, Maughan PJ, Nandety RS (2024) A barley breeder’s foray into
genome sequencing. Setsunan University, Osaka, Japan Sept 25-27, 2024

Hayes P, Brooke M, Massman C, Maughan PJ, Nandety RS (2024) A barley breeder’s foray into
genome sequencing. Research Institute for Bioresources, Kurashiki, Japan. Sept. 30, 2025

Oscar Quintero, Duver Martinez, Francisco Becerra Galindo, Andres Pinzon, Luis Quevedo Cardenas
and PJ Maughan. High-Quality Genome Assembly of Solanum tuberosum Group Phureja:
Comparative Analysis with the Public Doubled Monoploid DM 1-3 516 R44 Genome. ISCB-Latin
America SolBio CCBCOL Conference on Bioinformatics 2024, 9-11 Nov, Medellin, Colombia.
Sidorov V, Yang P, Maughan PJ. In vitro Floral Cultures for Plant Transformation/editing. World
Congress on in vitro Biology '24. St. Louis, MO June 8-12, (2024)

Moreau E, Moscou M, Maughan PJ, Jellen EN, Kianian SF. Fine Mapping Oat Crown Rust Resistance
Gene Pc94 in Avena strigosa. Plant and Animal Genome 31, San Diego, CA (2024)

Cutti L, Maughan PJ, Dyer WE, Fengler K, Llaca V, Gaines T, Patterson EL. Structural Variations
Analysis of IWGC Avena fatua Genome Assembly. Plant and Animal Genome 31, San Diego, CA
(2024)

Massman CG, Maughan PJ, Nandety RS, Clare SJ, Fiedler JD, Hayes PM. Exploratory Genomic
Sequence Analysis Reveals Structural Differences at Key Loci for Growth Habit, Seed Dormancy, and
Rust Resistance in Barley. Plant and Animal Genome 31, San Diego, CA (2024)
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22.

23.

24.
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26.
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28.

29.

30.

31.

32.

33.

34.

35.

Bekele WA, Tinker N, Wight CP, Yan W, Mascher M, Avni R, Parkin I, et al. Global Oat Diversity.
Plant and Animal Genome 31, San Diego, CA (2024)

Singh J, Gudi S, Maughan PJ, Liu Z, Kolmer JA, Chen X, Rouse M, Choulet F, Fiedler JD, Sehgal S,
Acevedo M, Gupta R, Gill U. Telomere-to-Telomere Genome Assembly and Resequencing of 20
Aegilops umbellulata Genomes Reveal Broad Genetic and Phenotypic Diversity for Novel Disease
Resistance Traits. Plant and Animal Genome 31, San Diego, CA (2024)

Free A, Maughan PJ, Jellen EN, Jarvis DE. Genomic characterization of EMS-induced mutants

in Chenopodium quinoa. Plant and Animal Genome 31, San Diego, CA (2024)

Marcheschi AK, Maughan PJ, Jarvis DE, Jellen EN. The genome of huauzontle (Chenopodium
berlandieri), a North American relative of quinoa. Plant and Animal Genome 31, San Diego, CA
(2024)

Jaggi K, Jellen EN, Jarvis DE, Krak K, Mandak B, Maughan PJ. A pangenome for Chenopodium. Plant
and Animal Genome 31, San Diego, CA (2024)

Jellen EN, Roser RL, Brady RC, Maughan PJ, Jarvis DE, Jaggi K. Development of quinoa x pitseed
goosefoot populations: genomics and breeding compatibility. Plant and Animal Genome 31, San
Diego, CA (2024)

Torres K, Bratsman S, Gottfredson S, Borgmeier A, Cox B, Evans RP, Frandsen PB, Hadfield R, Jarvis
DE, Jellen EN, Kokkonen A, Linde J, Lin YF, Maughan PJ, Mulford T, Parker A, Smith SM, Young LA.
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Vargas A, Geary B, Stevens M, Bonifacio A, Fairbanks D, Maughan PJ, Jellen E, Coleman C (2009)
Quinoa cultivar resistance to Peronospora farinosa f. sp. chenopodii. Amer. Phytopathological
Society Annual Meeting. Phytopathology 99:5134. Aug 1-5, 2009. Portland, OR (Poster Abstract)
Sederberg MC, Maughan PJ, Kolano BA, Meldrum B, Jellen EN. (2009) Genome relationships in new
world Chenopodium species: |. Evidence from fluorescent in situ hybridization. Plant and Animal
Genome XVII Conference, January 10-14, 2009, San Diego, CA (Poster Abstract)

Soliai MM, Maughan PJ, Espinoza-Herrera PA, Fuentes F, Kin B, Petty BO, Rainey J, Adhikary D,
Leggett A, Coleman CE, Stevens MR, Udall1 JA, Jellen EN (2009) Genome relationships in New
World Chenopodium Species: Il. Evidence from DNA sequencing. Plant and Animal Genome XVII
Conference, January 10-14, 2009, San Diego, CA (Poster Abstract)

Fairbanks DJ, Maughan PJ, Schaalje GB (2008) Evolution of the NANOG gene and its pseudogene
families in the human, chimpanzee, and rhesus macaque genomes. International Congress of
Genetics, July 12-17, Berlin, Germany (Poster Abstract)
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Coleman CE, Jellen EN, Maughan PJ, Stevens MR, Udall JA Fairbanks DJ, Rojas-Betran J, Bonifacio A
(2008) Progress in the Development and use of genomic tools for quinoa and amaranth. Plant and
Animal Genome XVI Conference, January 12-16, 2008, San Diego, CA (Poster Abstract)

Jarvis DE, Kopp OR, Jellen EN, Mallory MA, Pattee J, Bonifacio A, Coleman CE, Stevens MR,
Fairbanks DJ, Maughan PJ (2007) Simple sequence repeat development, polymorphism and genetic
mapping in quinoa (Chenopodium quinoa Willd.). McKnight Foundation, Collaborative Crop
Research Program Biennial Grantees Conference. Paris, France (Poster Abstract)

King B, Maughan PJ. (2007) DNA Barcoding in Chenopodium. Utah Conference on Undergraduate
Research. February 2, 2007 University of Utah, Salt Lake City, Utah (Poster Abstract)

Rojas-Beltran JA, Bonifacio A, Maughan PJ (2007) Mejoramiento genético asistido por técnicas
modernas para el desarrollo competitivo de la cadena de la quinua: técnicas derivadas de la
biologia molecular. Ministerio de Desarrollo Rural, Agropecuario y Medio Ambiente. 16 p. (Poster
Abstract)

Mallory MA, Vivas RK, Karanu MN, Alvarez JB, Jellen EN, Stevens MR, Fairbanks DJ, Maughan PJ
(2007) Development of microsatellite markers for the grain amaranths (Amaranthus). Plant and
Animal Genome XV Conference, January 13-17, 2007, San Diego, CA (Poster Abstract)

Jellen EN, Maughan PJ, Udall JA, Soliai MM, King B, Dilg M, Mildenstein K, Packer D, Coleman CE,
Stevens MR, Fairbanks DJ (2007) Wild and cultivated genetic resource characterization in american
Chenopodium. Plant and Animal Genome XV Conference, January 13-17, 2007, San Diego, CA
(Poster Abstract)

Cobb JN, Maughan PJ, Gonsalves D, Tripathi S, Suzuki J, Stafford MW, Stevens MR (2007)
Agrobacterium mediated production of putative tomato transformants with constructs of
tospoviral origin. Plant and Animal Genome XV Conference, January 13-17, 2007, San Diego, CA
(Poster Abstract)

Martinez EA, Delatorre J, Fuentes F, San Martin R, Veas E, Maughan PJ (2006) La quinoa
(Chenopodium quinoa Willd.) en los agro-ecosistemas chilenos: premera evaluacion de diversidad
genetica y su relacion con el contenido de saponinas. Reunién de la sociedad de ecologia de Chile,
Santiago, Chile (Poster Abstract)

Kopp OR, Mallory M, McArthur C, Vivas R, Pattee J, Jellen EN, Stevens MR, Fairbanks DJ, Coleman
CE, Maughan PJ (2006) Development of microsatellite markers for Chenopodium quinoa. Plant and
Animal Genome XIV Conference, January 14-19, 2006, San Diego, CA (Poster Abstract).

Swenson EM, Geary B, Plata G, Bonifacio A, Maughan PJ, Jellen EN, Coleman CE, Fairbanks DJ,
Stevens MR (2006) AFLP fingerprints for isolates of Peronospora farinosa f.sp. chenopodii (Downy
Mildew) in quinoa from the andesof South America. Plant and Animal Genome XIV Conference,
January 14-19, 2006, San Diego, CA (Poster Abstract)

Maughan PJ, Kolano BA, Maluszynska J, Coles ND, Bonifacio A, Rojas J, Coleman CE, Stevens MR,
Fairbanks DJ, Parkinson SE, Jellen EN (2006) Molecular and cytological characterization of ribosomal
DNAs in Chenopodium quinoa and Chenopodium berlandieri. Plant and Animal Genome XIV
Conference, January 14-19, 2006, San Diego, CA (Poster Abstract)

Parkinson NS, Coleman CE, Maughan PJ, Jellen EN, Fairbanks DJ, Cox GJ, Balzotti M, Brown MP,
Stevens MR (2006) Utilization and characterization of a Chenopodium quinoa BAC library for a
better understanding of its genome and physical mapping. Plant and Animal Genome XIV
Conference, January 14-19, 2006, San Diego, CA (Poster Abstract)

Jarvis DE, Maughan PJ, Stevens MR, Coleman CE, Geary BD, Bonifacio A, Fairbanks DJ, Balzotti MB,
Christensen SA, Kolano BA, Maluszynska J, Larson EM, Mason SL, Pratt C, Ricks MD, Jellen EN (2006)
The development of molecular tools for improvement of quinoa (Chenopodium quinoa Willd.),
Plant and Animal Genome XIV Conference January 14-19, 2006, San Diego, CA (Oral Abstract)
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Stevens MR, Maughan PJ, Bonifacio A, Coleman CE, Jellen EN, Geary BD, Fairbanks DJ, Balzotti MB,
Christensen SA, Gardunia BW, Jarvis DE, Kolano BA, Larson EM, Mason SL, Pratt C, Ricks MD (2005)
The development of molecular tools for improvement of the South American high plains
underdeveloped crop quinoa (Chenopodium quinoa Willd.) International Conference on “Plant
Genomics and Biotechnology: Challenges and Opportunities.” November 26-28, 2005, Raipur,
Chhattisgarh, India (Oral Abstract)

Benson J, Geary B, Chambers A, Cameron N, Wood SG, Cookson T, Stevens MR, Maughan PJ, Jellen
EN (2005) Alkaloid and endophyte variability in festuca and lolium grass species. ASA-CSSA-SSSA
International Annual Meetings. November 6-11, 2005, Salt Lake City, UT (Poster Abstract).

Jellen EN, Benlhabib O, Maughan PJ, Stevens MR, Dilg M, Sederberg M, Bonifacio A, Coleman CE,
Fairbanks DJ, Jacobsen S-E (2005) Introduction of the Andean crop quinoa in Morocco. ASA-CSSA-
SSSA International Annual Meetings. November 6-11, 2005, Salt Lake City, UT (Oral Abstract)
Maughan PJ, Sederberg M, Stevens MR, Coleman CE, Jellen EN, Fairbanks DJ, Low YY, Morriss CD,
Moyle M, Bonifacio A (2005) Isolation and analysis of resistance gene analogs (RGAs) in quinoa
(Chenopodium quinoa). ASA-CSSA-SSSA International Annual Meetings. November 6-11, 2005, Salt
Lake City, UT (Poster Abstract)

Balzotti MRB, Neyenhuis J, Christensen K, Waisath F, Benson J, Fairbanks D, Jellen E, Maughan PJ,
Stevens M, Coleman C (2005) Gene sequencing, expression, and protein quantification of the 115
globulin in quinoa (Chenopodium quinoa Willd.). Plant Biology Conference, July 2005, Seattle, WA
(Poster Abstract)

Christensen S, Rampton BW, Butler DC, Papa R, Jellen EN, Maughan PJ, Stevens MR

(2005) Assessing genetic diversity in tepary bean using orthologous SSR primers derived from
common bean. Plant and Animal Genome Xl Conference, January 15-20, 2005, San Diego, CA
(Poster Abstract)

Jellen EN, Packer DJ, Kolano BA, McCarty RR, Maluszynska J, Stevens MR, Coleman CE, Fairbanks DJ,
Bonifacio A, Maughan PJ (2005) Analysis of species and genome relationships in the goosefoot
genus (Chenopodium L.) using microsatellite markers and FISH. Plant and Animal Genome XIlI
Conference, January 15-20, 2005, San Diego, CA (Poster Abstract)

Jellen EN, Packer DJ, Kolano BA, McCarty RR, Maluszynska J, Stevens MR, Coleman CE, Fairbanks DJ,
Bonifacio A, Maughan PJ (2005) Analysis of species and genome relationships in the goosefoot
genus (Chenopodium L.) using microsatellite markers and FISH. Plant and Animal Genome XIlI
Conference, January 15-20, 2005, San Diego, CA (Oral Abstract)

Ricks MD, Jones RB, Stewart EW, Chambers A, Towers AJ, Coleman CE, Fairbanks DJ, Stevens MR,
Wood SG, Jellen EN, Maughan PJ (2005) Genetic and chemical analysis of bitter saponins in
Chenopodium quinoa Willd. Plant and Animal Genome Xlll Conference, January 15-20, 2005, San
Diego, CA (Poster Abstract)

Stevens MR, Coleman CE, Parkinson SE, Zhang H-B, Balzotti MR, Kooyman D, Arumuganathan K,
Bonifacio A, Fairbanks DJ, Jellen EN, Maughan PJ, Stevens JJ (2005) Construction of a quinoa BAC
library and its use in identifying the 11S seed storage protein gene. Plant and Animal Genome XIl|
Conference, January 15-20, 2005, San Diego, CA (Poster Abstract)

Coleman CE, Fairbanks DJ, Jellen EN, Maughan PJ, Stevens MR (2005) Students as researchers:
Opening the laboratory doors to undergraduates. American Society of Plant Biologists, Seattle, WA
(Poster Abstract)

Jellen EN, Jarvis DE, Loskutov I, Jannink J-L, Ames DC, Raymond FD, Maughan PJ (2005) Molecular
Variation In The Secondary And Distant Primary Oat Gene Pools (Avena spp.) Plant and Animal
Genome XlIl, San Diego, CA (Poster Abstract)

Fairbanks DJ, Stevens MR, Jellen EN, Coleman CE, Maughan PJ, and Geary B, Bonifacio A, et al.
(2004) Sustainable production of quinoa (Chenopodium quinoa Wild), a neglected food crop in the
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Andean region. McKnight Foundation, Collaborative Crop Research Program Biennial Grantees
Conference. Vaals, Netherlands (Poster Abstract)

Maughan PJ, Coles ND, Christensen SA, Coleman CE, Jellen EN, Stevens MR, Fairbanks DJ, Bonifacio
A, Rojas-Beltran J (2004) Development and use of microsatellite and single nucleotide
polymorphism markers for germplasm characterization in Chenopodium quinoa Willd. American
Society of Agronomy Conference, Seattle, WA (Poster Abstract)

Jellen EN, Jarvis DE, Ames DC, Loskutov |G, Raymond FD, Maughan PJ (2004) Genetic Variation in
the Secondary and Distant Primary Oat Gene Pools. American Society of Agronomy Conference,
Seattle, WA (Poster Abstract)

Jellen EN, Kolano BA, Maughan PJ, Sederberg MC, Parkinson SE, Coles ND, Bonifacio A, Stevens MR,
Coleman CE, Fairbanks DJ, Maluszynska J (2004) Molecular and Cytological Characterization of
Ribosomal RNA Genes in Wild and Cultivated Chenopodium (Quinoa). American Society of
Agronomy Conference, Seattle, WA (Poster Abstract)

Mason SL, Rasmussen A, Stevens MR, Jellen EN, Fairbanks DJ, Coleman C, Maughan PJ (2004)
Developing microsatellite markers in quinoa (Chenopodium quinoa Willd.). Plant and Animal
Genome XII, San Diego, CA (Poster Abstract)

Coles ND, Christensen SA, Steven MR, Jellen EN, Fairbanks DJ, Coleman CE, Maughan PJ (2004)
Identification of single nucleotide polymorphisms (SNPs) in quinoa (Chenopodium quinoa) using EST
and random genomic clone sequences. Plant and Animal Genome XII, San Diego, CA (Poster
Abstract)

Ricks M, Jarvis D, Bonifacio A, Butler D, Jones RB, Steward E, Stevens MR, Fairbanks DJ, Coleman C,
Jellen EN, Maughan PJ (2004) Preliminary genetic linkage map of quinoa (Chenopodium quinoa
Willd). Plant and Animal Genome XII, San Diego, CA (Poster Abstract)

Rojas-Beltran JA, Bonifacio A, Maughan PJ, Jellen EN, Stevens M., Coleman C., Fairbanks D (2003)
Avances en el estudio de la diversidad genética de la coleccidn boliviana de quinua utilizando
marcadores de tipo microsatélites. Informe Compendio (2002-2003). 84-89 (Poster Abstract)

Jellen EN, Stevens MR, Maughan PJ, Coleman CE, Bonifacio A, Mason SL, Ricks MD, Pratt C, Jarvis
DE, Butler DC, Christensen SA, Coles ND, Jones RB, Maffei T, Nelson PT, Rasmussen AG, Stewart EW,
Thompson CL, Gardunia BW, Fairbanks DJ (2003) Genetic mapping and polymorphism in quinoa.
American Society of Agronomy Meetings, Denver, CO (Poster Abstract)

Coleman CE, Bonifacio A, Fairbanks DJ, Gardunia BW, Jellen EN, Mason SL, Maughan PJ, Pratt C,
Stevens MR (2003) Towards the genetic characterization and improved utilization of quinoa: the
‘mother grain’ of the Incas. From the green revolution to the gene revolution, Bologna, Italy
Coleman CE, Jefferies BA, Winegar KJ, Coles ND, Richardson EP, Thompson CL, Fairbanks DJ,
Maughan PJ, Jellen EN, Stevens MR (2003) Genes encoding storage proteins in Chenopodium
quinoa seeds. Plant Biology 2003, Honolulu, HI (Poster Abstract)

Professional Development Activities

Sabbiatical leave (July 31-Aug 11,2011) — David H. Murdock Research Institute, Kannapolis, NC

GE academy workshop (Summer-2008) - Brigham Young University, Provo, Utah 84602

International microarray workshop (Winter-2008) — University of Arizona, Arizona Genomics
Institute, Dr. David Galbraith

Sabbatical leave (Summer-2006) — University of Arizona, Arizona Genomics Institute, Dr. Rod Wing

e Construction of an amaranth (Amaranthus hypochondriacus) bacterial artificial chromosome
library and genomic sequencing of herbicide target genes. The Plant Genome

Dreamweaver skill builder, Office of Information Technology (2006)

Web development skill builder, Office of Information Technology (2005)



Reinvention center conference on “Integrating Research into Undergraduate Education: The Value
Added” Washington, DC (2004)
Peter Seldin teaching workshop, Provo, UT (2004)
e Developed teaching portfolio and enhancing teaching philosophy
The Foundation for critical thinking conference at Sonoma State University, CA (2003)
e “Teaching students to think scientifically”
New faculty development seminar BYU (2003)
e Developed/submitted five-year faculty development plan
e Faculty development fall seminar series for new faculty
BYU summer institute of applied statistics (Statistical genetics, presented by Bruce Weir, NCSU)

Graduate Students (Program is M.S. granting only)
Supervision of graduate students as a committee chair or co-chair:

Kayla Stephensen (M.S., expected 2027) — Amaranthus pangenome comparative analysis

Ashley Marcheschi (M.S., expected 2026) — RNAseq analysis of abiotic (cold/micro- and macro-
nuitrient) stress in C. quinoa.

Kate Jaggi (M.S., 2024) — Subgenome evolution in Chenopodium. (2 peer reviewed publications, 3
abstracts)

Hayley Hansen Mangelson (M.S., 2019) — Genome assembly and genetic diversity analysis of C.
pallidicaule. (2 peer reviewed publications, 3 abstracts)

Chris Hanson (M.S., 2018) — Exploration of The Gossypium raimondii Genome using Bionano
Genomics Physical Mapping Technology. (2 abstracts)

Rebekah Lee (M.S., 2017) — Physical mapping in hexaploid, tetraploid and diploid oat species. (1
peer-reviewed publication, 3 abstracts)

Jared Clouse (M.S., 2015) — Pursuing M.D. at Indiana and Purdue University (IUAPU). Thesis: The
Amaranth (Amaranthus hypochondriacus) Genome: Genome, Transcriptome and Physical Map
Assembly. (3 peer-reviewed publications; 2 abstracts)

Scott Smith (M.S., 2013) — Pursuing Ph.D. at North Carolina State University. Thesis: Application of
Genome reduction, Next Generation Sequencing, and KASPar Genotyping in Development,
Characterization, and Linkage Mapping of Single Nucleotide Polymorphisms. (6 peer-reviewed
publications; 6 abstracts)

Josh Raney (M.S., 2012) — Employed at AURP Genomic Services, Thesis: Transcriptome analsyis of
drought induced stress in Chenopodium quinoa. (3 peer-reviewed publications; 3 abstracts)

Amalia Vargus (co-chair; M.S. 2010) — Employed as research scientist (PROINPA), La Paz, Bolivia.
Development and use of microsatellite markers for genetic diversity analysis of cafiahua
(Chenopodium pallidicaule Aellen). (1 peer reviewed publication; 3 abstracts)

Derrick Reynolds (M.S., 2009) — Pursuing Ph.D. at the Unversity of California, Irvine, Thesis: Genetic
dissection of triterpenoid saponin production in Chenopodium quinoa using microarray analysis (1
peer reviewed publication in prep; 1 abstract)

Taylor B. Turner” (M.S., 2007) — Pursuing M.D. at the University of Utah, Thesis: Cloning and
characterization of the Salt Overly Sensitive 1 (SOS1) gene in Chenopodium quinoa. (1 peer
reviewed publication; 1 abstract)

Melanie A. Mallory (M.S., 2007) — Employed as senior research scientist (AURP), Salt Lake City,
Utah. Thesis: Development of Microsatellite Markers in Grain Amaranths. (2 peer reviewed
publications; 3 abstracts)



David E. Jarvis” (M.S., 2006) — Pursing Ph.D. at the University of Arizona, Thesis: Simple sequence
repeat development, polymorphism and genetic mapping in quinoa (Chenopodium quinoa Willd.).
(2 Peer Reviewed Publications; 7 abstracts)

Marc D. Ricks” (M.S., 2005) — Pursuing Ph.D./M.D. at John Hopkins School of Medicine, Thesis:
Genetic mapping of the bitter saponin production locus (BSP locus) in Chnopodium quinoa Willd.
(1 Peer Reviewed Publication; 5 abstracts)

Shawn A. Christensen (M.S., 2005) — Pursuing Ph.D. at Texas A&M, Thesis: Assessment of
Chnopodium quinoa Willd. Genetic diversity in the USDA and CIP-FAO Collections using SSRs and
SNPs. (1 publication) (2 Peer Reviewed Publications; 6 abstracts)

Shanna L. Mason (Co-chair; M.S., 2004) — Pursuing Ph.D. at the University of Wisconsin, Thesis:
Development and use of microsatellite markers for germplasm characterization in quinoa
(Chenopodium quinoa Willd.). (2 Peer Reviewed Publications; 5 abstracts)

“"Received Graduate Research Mentoring Awards; ““Anticipated completion date

Supervision of graduate students as a committee member:

Erica Larson M.S. 2004 - 2006
Marie Balzoti M.S. 2004 - 2006
Maria Sederberg M.S. 2006 — 2009
John Cupp Ph.D. 2006 -2012
Bin Liu Ph.D. 2006 - 2008
Joshua Cobb M.S. 2006 — 2008
Jason Morales M.S. 2007 - 2009
Matthew Cook Ph.D. 2008 -2013
Jeffery Brammer M.S. 2008 —2011
Felix Jimenez M.S. 2009 -2011
Ryan Van Yperen Ph.D. 2009 -2015
Rachel Redmond M.S. 2009 - 2011
Robert Byers M.S. 2009 -2011
Melissa Coon M.S. 2010-2012
Desiree Lara M.S.  2012-2013
Suzanne Dunken M.S. 2013-2014
Mark Huynh M.S. 2012-2014
Douglass Brown M.S. 2012-2014
Sudeep Ghimire M.S. 2012 -2015
Joann Diray Ph.D. 2011-2016
Aaron Sharp M.S. 2014 -2016
Michael Gines M.S. 2014 -2016
Chris Hanson M.S. 2016-2018
Alex Freeman M.S. 2017 -2018
Evan Long M.S. 2017-2018
Spencer Hunt M.S. 2017 -2019
Brian Cox M.S. 2018 -2020
Melissa Fogarty Ph.D. 2014-2020
Jason Stettler Ph.D. 2016-2021
Samuel Decker M.S. 2019 -2022
Lauren Young M.S.  2020-2022

Andrew Parker M.S. 2020-2022



Shane Smith M.S.  2020-2024
Kate Jaggi M.S.  2022-2024
Jono Gal Ph.D. 2023 —present

Hosted Visiting Scientist:

Duver Alberto Martinez Pacavita (June — Aug 2023) Universidad Distrital Francisco Jose de Caldas;
Departamento de Biologia; Grupo de Biologia Molecular, Bogota, Colombia

Eulogio De La Cruz Torres (Aug — Sept 2018) Instituto Nacional de Investigaciones

Nucleares (ININ), Carretera Mexico-Toluca S/N

Patricia Deza Montoya Denise (Aug — Sept 2018) Universidad Nacional Agraria La Molina

UNALM; Programa de Cereales y Granos Nativos, La Molina, Lima, Peru

Edgar Gomez Villalba (Aug — Sept 2018) Agencia Boliviana de Energia Nuclear — ABEN. Zona
Achachicala, La Paz, Bolivia

Duver Alberto Martinez Pacavita (Aug — Sept 2018) Universidad Distrital Francisco Jose de Caldas;
Departamento de Biologia; Grupo de Biologia Molecular, Bogota, Colombia

Carla Garcia Morales (Aug — Sept 2018) Facultad de Ciencias, Universidad Autonoma del Estado de
Mexico, Campus El Cerrillo, Toluca, Mexico

Leonardo Ani Hinojosa Sanchez (Oct. 2018 — Dec. 2018) Washington State University, WA, USA

Verodnica Cepeda Cornejo (July 2012 — July 2013) Laboratorio de Interaccién Planta-Animal. Instituto
de Ecologia, UNAM.

Manal Mhada (Aug 2012 — Oct. 2012) Institut Agronomique et Vétérinaire Hassan Il 1A Hassan Il,
Rabat, Morocco

Dr. Luz Pando Gomez (July — Aug 2012) Universidad Nacional Agraria La Molina, Lima, Peru

Ing. Mario Orellana Nunez (July — Aug 2012) Universidad de El Salvador, San Salvador, El Salvador

Ing. Eulogio de la Cruz Torres (July — Aug. 2012) — Instituto Nacional de Investigaciones Nucleares,
Toluca, Mexico

Alicia Barreda (Jan 2009 —Mar 2009) Universidad Nacional Agraria La Molina, Lima, Peru

Lorena Parra Gonzalez (Nov 2008 — Jan 2009) Unidad de Biotecnologia, Centro de Investigaciones
Agropecuarias (INIA), Carillanca, Temuco, Chile

Ing. Ana Guiluz de la Barra (Sept 2007-Mar 2008) Universidad Nacional Agraria La Molina, Lima,
Peru

Ing. Yola Sanchez (June — Aug 2006) The Foundation for the Promotion and Investigation of Andean
Products (PROINPA), La Paz, Bolivia

Ing. Fancisco Fuentes Carmona (Jan — Apr 2005; Jan-Mar 2006) Universidad de Arturo Prat, Iquique,
Chile

Ing. Eulogio de la Cruz Torres (May— Aug 2004) Instituto Nacional de Investigaciones Nucleares,
Toluca, Mexico

Dr. Alejandro Bonifacio (Mar — June 2003) The foundation for the Promotion and Investigation of
Andean Products (PROINPA), La Paz, Bolivia

Dr. Jorge Rojas Beltran (Mar — June 2003) The foundation for the Promotion and Investigation of
Andean Products (PROINPA), La Paz, Bolivia

Grants for research or creative works

External Funding:
Maughan PJ (2025) A more sustainable Norwegian oat industry. NMBU-Norwegian Award #344156.
$42,052



Kreiner J, Waselkov K, Tranel P, Maughan PJ (2025) The evolutionary genetics of resistance under
spatiotemporal heterogeneity in selection. NSF — DEB awarded #2514711 $2,050,000 (Maughan -
$413,539)

Maughan PJ, Gupta R, Gill U. (2024) Sequencing and assembly of cereal wild relatives’ genomes. USDA
NACA award # 58-3060-2-010-updated (ACCN 441937). $100,000

Maughan PJ, Gupta R, Gill U. (2023) Sequencing and assembly of cereal wild relatives’ genomes. USDA
NACA award # 58-3060-2-010 (ACCN 441937). $40,000

Maughan PJ, Bushman S (2023) Genome Sequencing and Annotation. USDA NACA award # 58-2080-0-
014 $25,000

Jarvis DE, Jellen EN, Maughan PJ (2022) Uncovering the wild genetic diversity in Chenopodium spp. for
improvement of heat stress tolerance in quinoa, King Abdullah University of Science and Technology
(RO570037) $59,160

Maughan PJ, Gupta R, Gill U. (2022) Sequencing and assembly of cereal wild relatives’ genomes. USDA
NACA award # 58-3060-2-010 (ACCN 441937). $40,000

Maughan PJ, Bushman (2021) Small Grains Pangenome Assembly and Annotation. USDA NACA award
#58-208-0-014. $83,324.00

Maughan PJ, Bushman (2021) Application of enhanced sequencing techniques. USDA NACA award # 58-
2080-1-011. $55,000

Jellen EN, Maughan PJ, Jannink JL (2021) Avena Genome Sequence Comparison: Clintland 60. USDA
NACA award # 58-8062-1-005. $34,016

Jellen EN, Maughan PJ, Klos K (2021) Avena Pangenome Addition: Sequencing A. abyssinica. USDA ARS
NACA award #58-2050-0-006. $32,615

Jellen EN, Maughan PJ (2021) Project Charter VIII: Genetic Refinement of Moroccan High-Protein Oats
for Subsistence Farmers. $15,000

Jellen EN, Maughan PJ, Kathy Klos (2020) Comparative Evaluation of Avena Genome Structure. USDA
ARS NACA award #58-2050-0-006. $143,330 (24 months)

Maughan PJ, Bushman S (2020). Techniques and Improved Efficiency in Next Generation Sequencing.
USDA ARS award #58-2080-6-018. $65,882.30 (12 months)

Maughan PJ, Bushman S (2020). Polyploidy Genome Sequencing and Annotation. USDA award #58-
2080-0-014 $33,330 (60 months)

Jellen EN, Maughan PJ, Jason Fiedler (2020) Small Grains Pangenome Assembly and Annotation. USDA
ARS NACA award #58-3060-0-030 $158,961 (60 months)

Jarvis DE, Maughan PJ, Jellen EN (2019). Improving quinoa productivity through the use of wild relatives

and induced variation. USDA-NIFA. AFRI Plant Breeding Award #2020-67014-30867

$500,000 (60 months)

Jellen EN, Maughan PJ, Kenealey J, Dunn M, Steele F, Pike O (2016). General Research Charter 4. General
Mills $30,000.

Murphy K, Masias FB, Creech E, Crowder D, Ganjyal G, Jellen EN, Maughan PJ, Maul JE, Painter K (2016).
Breeding and agronomy of quinoa for organic farming systems. $1,999,950 (BYU: $122,013)

Jellen EN, Maughan PJ, Kenealey J, Dunn M, Steele F, Pike O (2016). General Research Charter 1. General
Mills $180,000.

Gomez-Pando LR, Maughan PJ, Jellen EN, Identification of lines with genetic resistance to downy mildew
in populations generated by the induction of mutation and germplasm collected en Peru for
sustainable and organic production of quinoa (Chenopodium quinoa Willd). PNIA National program
for innovated agriculture, Peru (Programa Nacional de Innovacién Agraria) $20,000

Schlueter JA, Brouwer C, Jellen EN, Maughan PJ (2015). ABR-PG: Sequencing the hexaploid oat genome
using diploid references ABR-PG: Sequencing the hexaploid oat genome using diploid references.
NSF-Plant Genome Research Program. $1,452,026.



Jellen EN, Maughan PJ (2014). Plant Exploration in UT, WY, AZ, NM, CO, NE, MN, WI, IL, MO, KS, LA and
TX to Collect Chenopoidum germplasm for Quinoa Improvement. USDA-ARS $8,078

Jellen EN, Maughan PJ (2013-2016). Characterization of Cereal Hemicellulose and Starch Biosynthesis
Genes; Development and Application of Novel Genetic Approaches to Oat (Avena spp.) and Garden
Orache (Atriplex hortensis). General Mills Inc. $202,104

Murphy K, Baik B-K, Benedict C, Creech E, Desta K, Goldberger J, Machado S, Maughan PJ, Matanguihan
J, Petrie S, Reeve J (2012-2015). Developing adapted varieties and optimal management practices
for quinoa in diverse environments. USDA/NIFA-REEIS. $1,603,653

PROINPA Quinoa Research Group (Bolivia), Maughan PJ, Fairbanks DJ (2010-2014). Development and
validation of innovative technologies for the improvement of quinoa and potato in the Bolivian
Altiplano (Desarrollo y validacion participativa de Innovaciones Tecnoldgicas que mejoren las
estrategias de manejo sostenible de quinua y papa en el altiplano de Bolivia). McKnight Foundation,
Collaborative Crop Research Program. $650,000 (BYU: $60,250)

Maughan PJ, Jellen EN, Udall JA (2009) International Plan & Workshops: Development of Collaborative
Research Teams and Genomic Tools for Orphaned Crops of South America. NSF-OISE $11,280

Gomez Pando LR, Aeguiluz A, Jellen EN, Maughan PJ (2008). Determinacidon de la diversidad genética de
los ecotipos de quinua (Chenopodium quinoa Willd) del Perd usando marcadores morfolégicos y
moleculares. Consejo Nacional de Ciencia Technologia e innovacion tecnologica. $10,000

Maughan PJ (2008). Andean Crop Improvement. Monsanto Company. $10,000

Maughan PJ, Jellen EN (2008-2010). Genetic resources for orphaned crops of South America — A multi-
institutional collaboration. Benson Agriculture and Food Institute. $33,400

Maughan PJ, Jellen EN (2007). Development of Molecular Tools for Understanding the Amaranth
Genome. Benson Agriculture and Food Institute. $10,000

Fuentes FF, Maughan PJ, Jellen EN (2006). Innovacién tecnoldgica y creacidn de una unidad de negocios
para la produccién mejorada de quinua en la comunidad de Ancovinto, Altiplano de la Provincia de
Iquique. Gobierno de Chile Fundacion para la Innovacion Agraria. $4,900

PROINPA Quinoa Research Group, and BYU Quinoa Research Group (Fairbanks DJ, Stevens MR, Jellen
EN, Coleman CE, Maughan PJ) (2006—2010; Renewal). Sustainable production of quinoa
(Chenopodium quinoa Wild), a neglected food crop in the Andean region. McKnight Foundation,
Collaborative Crop Research Program. $800,000 (BYU: $114,000)

Maughan PJ, Jellen EN, Stevens MR, Coleman CE, Fairbanks DJ, Pratt DB, Brenner D (2005). Sequence
tagged genetic marker development and genetic mapping in Amaranth: A multi-institutional
collaborative initiative. Benson Agriculture and Food Institute. $28,178

Maughan PJ, Blajos J, Bonifacio A, Coleman CE, Fairbanks DJ, Gandarillas A, Geary B, Jellen EN, Plata G,
Rojas J, Rojas W, Saravia R, Stevens MR (2005-2007). Genetic improvement assisted by modern
techniques for the competitive development of the quinoa crop. Innovated Projects of National
Importance. Bolivian Ministry of Agriculture. $497,142 (BYU: $84,660)

Jellen EN, Maughan PJ (2004). Moroccan Quinoa project. Benson Agriculture and Food Institute. $8,600

Jellen EN, Maughan PJ, Geary B, Coleman CE, Stevens MR, Fairbanks DJ (2004) Collaborative research
proposal: marker-assisted breeding, endophyte culturing and genotyping, and anther culture.
CropMark Seeds Limited, New Zealand. $8,600

PROINPA Quinoa Research Group (A. Bonifacio and 15 others), and BYU Quinoa Research Group
(Fairbanks DJ, Stevens MR, Jellen EN, Coleman CE, Maughan PJ) (2001-2005) Sustainable production
of quinoa (Chenopodium quinoa Wild), a neglected food crop in the Andean region. McKnight
Foundation, Collaborative Crop Research Program. $882,143 (BYU: $137,400)

Fairbanks D, Bonifacio A, Stevens MR, Jellen EN, Coleman CE, Maughan PJ (2003-2007) The quinoa
project at BYU. Doug Holmes Family Foundation. $40,000/year



Fairbanks D, Bonifacio A, Stevens MR, Jellen EN, Coleman CE, Maughan PJ (2003-2005) The quinoa
project at BYU. Anonymous donor. $40,000/year

Equipment Grants:

Udall JA, Hanegan NL, Harker AR, Lin C-Y, Whiting MF, Maughan PJ et al. (2008-2012) MRI: Aquisition of
Genome Sequencer FLX system. MRI-National Science Foundation. $833,377

Stevens MR, Coleman CE, Geary BD, Fairbanks DJ, Jellen EN, Maughan PJ (2006) Genomics Education
Matching Funds (GEMF) — Li-Cor 4300 DNA Analysis System. Li-Cor BioSciences. $52,102

Internal Funding:

Maughan PJ (2022) Leo Robertson professorship award for research $3,000

Maughan PJ (2022) College Mentoring Supplement Awards (CEMENT) $5,000

Maughan PJ (2021) College Mentoring Supplement Awards (CEMENT) $5,000

Maughan PJ (2020) College Mentoring Supplement Awards (CEMENT) $5,000

Maughan PJ (2019) College Mentoring Supplement Awards (CEMENT) $5,000

Maughan PJ (2018) College Mentoring Supplement Awards (CEMENT) $5,000

Maughan PJ, Jellen EN (2013) Development of the First High-Density Physical Maps of Amaranthus —
genome sequencing and insights into speciation. BYU Environment for Mentoring Grant. $20,000

Stewart R, Maughan PJ, Petersen S (2012) Cultivating an undergraduate mentoring research
environment by characterizing the population genetics, reproduction biology, and native
distribution of a putative keystone species, Agave utahensis (Utah agave), in the Mojave Desert and
Colorado Plateau. BYU Environment for Mentoring Grant. $20,000

Maughan PJ, Udall JA (2011) Development of Genomic Resources for Saturation Mapping of
Phytomedicinal QTLs in Bitter Melon. College of Life Sciences Supplemental Grant. $20,000

Maughan PJ, Udall JA (2010) Development of a novel Genomic Reduction protocol for massively parallel
genotyping by Next-Gen sequencing. College of Life Sciences Supplemental Grant. $20,000

Maughan PJ, Udall JA (2010). Supplemental MEG award for 454 sequencing. $6,500

Udall JA, Maughan PJ, Clement M (2009) Sequencing Red Raspberry (Rubus idaeus). BYU Environment
for Mentoring Grant. $20,000

Maughan PJ, Jellen EN (2009) Sequencing and Genome Mapping in the Grain Amaranths (Amaranthus
hypochondricus). BYU Environment for Mentoring Grant. $20,000

Maughan PJ (2008) John A. Widtsoe Fellowship grant. Structural Genomics of Oca: A vehicle for building
research skills with undergraduates, while building a scientific knowledge base for an important
orphan crop of S. America.: $14,500

Maughan PJ, Udall JA (2008) Genetic dissection of triterpenoid saponin production in Chenopodium
quinoa using microarray analysis. BYU Environment for Mentoring Grant. $20,000

Maughan PJ, Jellen EN (2007) Bacterial Artificial Chromosome library development, characterization and
utilization for Amaranthus hypochondriacus. BYU Environment for Mentoring Grant. $20,000

Coleman CE, Maughan PJ (2007) Protein Analysis of the Quinoa Core Collection from Bolivia. BYU
Environment for Mentoring Grant. $20,000

Maughan PJ, Jellen EN, Stevens MR, Fairbanks DJ, Coleman CE (2006) Sequence tagged genetic marker
development and genetic mapping in Amaranth. BYU Environment for Mentoring Grant. $15,000

Jellen, EN, Maughan PJ, Geary B, Coleman CE, Stevens MR, Fairbanks DJ (2005) Phylogenetic
Investigations of Quinoa and Its Wild Relatives (Genus Chenopodium). BYU Environment for
Mentoring Grant. $19,360

Maughan PJ, Jellen EN, Stevens MR, Fairbanks DJ, Coleman CE (2005) Structural genomics of quinoa:
Construction of an EST database derived from multiple cDNA libraries. BYU Environment for
Mentoring Grant. $19,776



Coleman CE, Maughan PJ, Jellen EN, Stevens MR, Fairbanks DJ (2005) Collaborative research proposal:
Molecular Biology and Genetics of Chenopodium quinoa. BYU Environment for Mentoring Grant.
$20,000

Stevens MR, Maughan PJ, Jellen EN, Fairbanks DJ, Coleman CE (2005) Bioinfomatic Studies of a Quinoa
Bacterial Artificial Chromosome (BAC) Library Utilizing Undergraduates. BYU Environment for
Mentoring Grant. $20,000

Stevens MR, Maughan PJ, Jellen EN, Fairbanks DJ, Coleman CE (2004) Collaborative research proposal:
Mentoring Students Utilizing Cutting-Edge Diversity Array Technology (DArT) to Study the Quinoa
Genome. BYU Environment for Mentoring Grant. $19,854

Maughan PJ, Jellen EN, Stevens MR, Fairbanks DJ, Coleman CE (2004) The Quinoa Genetic Resources
Project: Identification of genetic factors controlling biochemical components in quinoa seeds. BYU
Environment for Mentoring Grant. $20,000

Maughan PJ, Fairbanks DJ, Stevens MR, Jellen EN, Coleman CE (2003) The quinoa genetic mapping and
transformation project. BYU Environment for Mentoring Grant. $18,700

Jellen EN, Coleman CE, Fairbanks DJ, Maughan PJ, Stevens MR (2003) Cytogenetic analysis and ovule
culture in Chenopodium quinoa. BYU Environment for Mentoring Grant. $15,215

Coleman CE, Jellen EN, Fairbanks DJ, Maughan PJ, Stevens MR (2003) Comparative genomics and gene
discovery in quinoa. 2003. BYU Environment for Mentoring Grant. $17,000

Teaching Enhancement Awards:

Maughan PJ, Coleman (2021) — Genetics (PWS 340) — Teaching Development Grant — Homework Hints —
Remote Enhancements. College of Life Sciences. $1,656

Maughan PJ, Coleman CE (2015) — Genetics (PWS 340) — Teaching Enhancement Grant — Genetic case
studies — Explorations with real data. College of Life Sciences. $3,420

Maughan PJ, Jellen EN, Coleman CE (2012) - Genetics (PWS 340) — Teaching Enhancement Grant —
Practice exam and problem set development — implemented with CTL. College of Life Sciences.
$3,420

Maughan PJ (2012) — Complex Genomes (PWS 670) - Next-generation sequencing student experience.
College of Life Sciences Supplemental Grant. $5,000

Maughan PJ, Jellen EN, Coleman CE (2011) - Genetics (PWS 340) — Teaching Enhancement Grant —
development of genetics exam question database (>2000 problems). College of Life Sciences. $2,720

Maughan PJ (2011) Molecular Plant Breeding (PWS 559) - Next-generation sequencing student
experience. College of Life Sciences Supplemental Grant. $5,000

Maughan PJ, Udall JA, Stevens MR. (2009) 454 Supplemental Class project — Hands-on next-generation
sequencing instrumentation. College of Life Sciences Supplemental Grant. $6,500

Maughan PJ. (2008) Genetics (PWS 340) course enhancement/scholarly research. GE Academy grant
award. $1,000

Coleman CE, Jellen EN, Stevens SR, Maughan PJ, and Udall J (2006) Genetics (Biology 340) course
enhancement/scholarly research. General Education. $15,000

Maughan PJ (2003) Course Improvement Grant — Biology 340 (2003) BYU Faculty Development Grant.
$300

Graduate Mentoring Research Awards:

Maughan PJ Graduate Mentoring Research Award (2006) The BYU genetic resources project. Graduate
Research Assistance (Taylor Turner). Office of Graduate Studies, BYU. $4,000

Coleman CE, Maughan PJ Graduate Mentoring Research Award (2005) The BYU genetic resources
project. Graduate Research Assistance (Marie Balzotti). Office of Graduate Studies, BYU. $4,000



Jellen EN, Maughan PJ (2005) Graduate Mentoring Research Award. Graduate Research Assistance
(David Jarvis) Office of Graduate Studies, BYU. $4,000

Maughan PJ, Jellen EN (2004) Graduate Mentoring Research Award. 2004 The BYU genetic resources
project. Graduate Research Assistance (Marc Ricks) Office of Graduate Studies, BYU. $4,700

ORCA/CURA Undergraduate Mentoring Grants:

Daniel Lewis (2020) SSRgenotyper: A simple sequence repeat genotyping application for whole genome
resequencing and reduced representational sequencing projects. $1,400

Angel Morris (2018) Salinity Tolerance in C. quinoa. ORCA $2,000

Warren Chattwin, (2011) Genetic Diversity and Conservation of Old-Growth Cross Timbers Forest. ORCA
$1,800

Scott Smith, (2011) Genetic Mapping and Phylogeny Analysis of the Grain Amaranths using High
Throughput Genotyping. ORCA $1,800

Erin Ladle, (2009) Biocontrol of Bromus tectorum using fungal infections of Ustilago bullata. ORCA
$1,800

Jimena Alvarez, (2007) Saponin Microarray Analysis. ORCA $1,800

Chris Nye, (2007) Identification of allelic variants encoding B-amyrin synthase in Chenopodium quinoa
through microarray analysis. ORCA $1,800

Reynolds DJ, (2006) Characterization of the B-amyrin Synthase gene and Saponin Biosyntheses in
Chenopodium quinoa. ORCA $1,800 (funded)

King BL, (2006) DNA Barcoding in Chenopodium. ORCA $1,800

Reynolds DJ, (2005) Characterization of a cDNA Encoding B-Amyrin Synthase Involved in Saponin
Biosyntheses in Chenopodium quinoa ORCA $1500

Rampton B, (2004) Assessing Genetic Diversity in Tepary Bean Using Orthologous SSR Primers Derived
from Common Bean. ORCA $1,500

Sederberg M, (2004) Resistance Genes in Chenopodium quinoa ORCA $1,500

Vincent JM, (2004) Tissue Culture of Quinoa (Chenopodium quinoa, Willd.) ORCA $1500

Nelson PT, (2003) Using SSRs to Detect Polymorphisms in Chenopodium quinoa Willd. ORCA $1,500



